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Extended Data Fig. 6 | See next page for caption.
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Extended Data Fig. 6 | related to Fig. 6. a, Boxplot showing the relative changes 
in pre-rRNA levels, measured by FISH in the intestine, hypoderm and muscle of 
fasted wt animals compared to the corresponding tissues in fed animals. The 
results from 3 independent biological replicas are shown. b, same as (a) but for 
let-363 RNAi relative to control RNAi. Data are from 3 independent biological 
replicas. c, Heatmaps showing the radial fluorescence intensity profiles of DNA 
in 72 intestinal nuclei of the indicated fed, degron-tagged animals in presence 
of EtOH (control) or 3 hours on 1 mM auxin as a function of the relative distance 
from the nucleolus center. Each row corresponds to a single nucleus, segmented 
in 2D at its central plane. Data are from 3 independent biological replicas. 
d, RT-qPCR quantification of the expression level of 9 randomly selected genes 
with an intron >150 bp in RPB-2-AID larvae compared to controls (TIR1 only) 
exposed to 1 mM auxin for 3 hours. Data are shown as mean ±SD of 3 independent 
replicas. e, Scatter plot showing global reduction of the transcriptome in adults 
expressing RPB-2-AID and exposed to auxin for 96 hours compared to those not 
exposed to auxin. Statistical significance was assessed using the two-sided Wald 
test in DESeq298, with multiple hypothesis testing corrected by the Benjamini-
Hochberg procedure. Marked genes correspond to those quantified in panel 
(d). f, Single focal planes of representative fed wt L1 larvae expressing HIS-72/
H3.3, treated with 25 µg/mL α-amanitin or H2O (CTRL). Insets: zoom of single 
intestine nucleus. Inset scale bar, 2.5 μm. g, Heatmaps as in (c) but of HIS-72/H3.3 
in 60 intestinal nuclei of fed wt animals treated with α-amanitin or control (H2O) 

from 3 independent biological replicas. h, Line plots of the averaged single nuclei 
profile shown in (g). The shaded area represents the 95% confidence interval of 
the mean profile. Profiles were compared to estimate the statistical significance 
of differences, as described in the methods. p values are in Supplementary Table 
2. i, Same as (f) but of fed wt L1 larvae, live-stained with Hoechst 33342 and treated 
with 100 µg/mL Actinomycin D or DMSO (control). j, Heatmaps as in (c) but of 
Hoechst 33342-stained DNA in 60 intestinal nuclei of fed wt animals treated with 
Actinomycin D or DMSO from 3 independent biological replicas. k, line plots as 
in (h) but of the averaged single nuclei profile shown in (j). l, Boxplot comparing 
the intensity of GFP-RAGA-1GF in larvae treated with 100 µg/mL Actinomycin D or 
DMSO, as control, for 6 hours. Data are from 3 independent biological replicas. 
m, As in (f) but of fed wt and raga-1GF L1 larvae expressing RNA Pol I degron-tagged 
(RNA Pol I-AID) treated with 1 mM auxin for 5 hours and live-stained with Hoechst 
33342 to monitor DNA. n, As in (c) but for Hoechst 33342-stained intestinal 
nuclei of fed wt and raga-1GF animals expressing RNA Pol I degron-tagged (RNA 
Pol I-AID) that were treated with 1 mM auxin for 5 hours. 70 intestinal nuclei were 
analysed in animals from 3 independent biological replicas. For a, b and l, box 
limits are 25th and 75th percentiles, whiskers denote 1.5 times the interquartile 
ranges, points outside the whiskers are outliers, and the median is shown as a 
line. Probability values from two-sided Wilcoxon rank sum tests are shown: p 
values < 0.0001 are indicated by ****. ns= not significant. See p values and n in 
Supplementary Table 2. Source numerical data are available in source data.
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Extended Data Fig. 7 | related to Fig. 7. a, Boxplot comparing the expression of 
RPOA-2-AID-GFP in the intestine of fed L1 larvae expressing ubiquitous TIR1-BFP 
and treated with 1 mM auxin for the indicated time. Data are from 3 independent 
biological replicas. b, same as (a) but in whole larvae that were treated with 
1 mM auxin for 8 hours. 30 animals from 2 independent biological replicas were 
analysed. c, Boxplot showing the relative changes in pre-rRNA levels, measured 
by FISH, in intestine, hypoderm and muscle cells of Pol I-AID animals, compared 
to the corresponding tissue in TIR1 only animals, upon treatment with 1 mM 
auxin for 8 hours. The results from 3 independent biological replicas are shown. 
For (a-c), box limits are 25th and 75th percentiles, whiskers denote 1.5 times the 
interquartile ranges, points outside the whiskers are outliers, and the median 
is shown as a line. Probability values from two-sided Wilcoxon rank sum tests 
comparing to control are shown: **** indicate p value < 0,0001. See p values and n 

in Supplementary Table 2. d, Heatmaps showing the radial fluorescence intensity 
profiles of HIS-72/H3.3-GFP in the indicated tissues of fed animals expressing 
ubiquitous TIR1 alone (TIR1 only) or with RPOA-2-AID (Pol I-AID) in presence of 
1 mM auxin, as a function of the relative distance from the nucleolus center. Each 
row corresponds to a single nucleus, segmented in 2D at its central plane.  
72 intestinal nuclei were analysed in animals from 3 independent biological 
replicas. e, Heatmap as in (d) but for muscle nuclei of Pol I-AID animals where 
individual radial profiles with nucleolar edge-nuclear periphery length lower 
than 9 pixels were excluded. 69 muscle nuclei were analysed in animals from  
3 independent biological replicas. f, Line plots of the averaged single nuclei 
profile shown in (e). The shaded area represents the 95% confidence interval of 
the mean profile. Source numerical data are available in source data.
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Extended Data Fig. 8 | See next page for caption.
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Extended Data Fig. 8 | related to Fig. 8. a, Pearson correlation analysis between 
the biological replicates of intestinal RNA samples of fasted and fed adults. 
b, Boxplots showing the enrichment of the genes expressed in the dissected 
intestines of fed and fasted animals within expression datasets from different 
tissues indicated with different colors. The samples are enriched in intestinally-
expressed genes (labelled in light blue). c, Single focal planes of representative 
fed adults expressing HIS-72/H3.3-GFP, ubiquitous TIR1 alone (TIR1 only) or with 
RPOA-2-AID (Pol I-AID), treated with 1 mM auxin for the indicated time. Insets: 
zoom of single intestinal nucleus. Inset scale bar, 5 μm. d, Heatmaps showing 
the radial fluorescence intensity profiles of HIS-72/H3.3-GFP in intestinal nuclei 
of adults, expressing ubiquitous TIR1 alone (TIR1 only) or with RPOA-2-AID 
(Pol I-AID), treated with 1 mM auxin for the indicated time, as a function of the 

relative distance from the nucleolus center. Each row corresponds to a single 
nucleus, segmented in 2D at its central plane. 60 intestinal nuclei were analysed 
in animals from 3 independent biological replicas. e, Line plots of the averaged 
single nuclei profile shown in (d). The shaded area represents the 95% confidence 
interval of the mean profile. f, As in (a) but for adults expressing TIR1 alone (TIR1 
only) or with RPOA-2-AID (Pol I-AID), treated with 1 mM auxin for the indicated 
time. g, As in (b) but for adults expressing TIR1 alone (TIR1 only) or with RPOA-2-
AID (Pol I-AID), treated with 1 mM auxin for the indicated time. For b and g, the 
average of 4 biological replicas is shown. The boxes represent 50%, and whiskers 
90% of the group. The median is shown as a line and outliers are indicated as dots. 
Source numerical data are available in source data.
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Extended Data Fig. 9 | related to Fig. 8. a, Venn diagrams showing the overlap of 
upregulated (left) and downregulated (right) genes between fasted and RNA Pol 
I-AID animals exposed to auxin for 24 hours. See Fig. 8a, c for scatterplots where 
the differentially expressed genes are shown color-coded in both conditions.  

b, Comparison of the relative expression of genes belonging to the GO category 
of ‘Translation’ or ‘Nucleolus’ in the intestine of RPOA-2-AID (Pol I-AID) versus 
TIR-1 only animals, treated with 1 mM auxin for the indicated time, or in wt fasted 
versus fed animals. Data are shown as mean ± SD of 4 biological replicas.
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